In the title compound, C 23 H 17 ClN 2 O 3 , the 2,3-dihydro-1H-indene ring system (r.m.s deviation = 0.004 Å ) subtends dihedral angles of 81.12 (16) and 7.56 (14) with the chlorophenyl and benzene rings, respectively. The molecular conformation features an intramolecular O-HÁ Á ÁO hydrogen bond, forming an S(6) ring motif. In the crystal, molecules are linked by N-HÁ Á ÁO hydrogen bonds generating [100] chains featuring R 1 2 (6) loops. Weak aromaticstacking [centroid-centroid distance = 3.656 (2) Å ] is also oberved.
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Structure description
Organic compounds containing the phenylurea unit are known to be valuable in terms of biological activity (Jiang et al., 2016; Sikka et al., 2015) . As part of our studies in this area, we new report the crystal structure (Fig. 1 ) of the title compound (Gezegen et al., 2017) .
The 2,3-dihydro-1H-indene ring system (C15-C23) is essentially planar (r.m.s deviation = 0.004 Å ), and is inclined at dihedral angles of 81.12 (16) and 7.56 (14) with the chlorophenyl (C1-C6) and benzene (C8-C13) rings, respectively. The N-(C O)-N plane involving the urea group is oriented at dihedral angles of 54.36 (17), 40.01 (15) and 56.15 (14) , respectively, with the chlorophenyl ring, the benzene ring and the 2,3-dihydro-1H-indene ring system, respectively. The bond lengths and the bond angles of the title structure are within their normal ranges and are comparable to related structures (e.g. Yassine et al., 2015; Mague et al., 2015) . The molecular conformation of the title data reports compound is consolidated by an intramolecular O-HÁ Á ÁO hydrogen bond, forming an S(6) ring motif (Table 1) .
In the crystal, adjacent molecules are linked by N-HÁ Á ÁO hydrogen bonds (Fig. 2 
Synthesis and crystallization
For the sysnthesis of the title compound, see: Gezegen et al., 2017 . The crystals were grown from a DMSO solution by slow evaporation.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2
A view along the c axis of the crystal packing of the title compound. H bonds are shown as dashed lines and H atoms not involved in these interactions have been omitted for clarity.
Figure 1
The molecular structure of the title compound, showing displacement ellipsoids drawn at the 50% probability level. 
N-(4-Chlorophenyl)-N′-{4-[(Z)-hydroxy(1-oxo-1,3-dihydro-2H-inden-2-ylidene)methyl]phenyl}urea
Ísmail Çelik, Zeliha Atioğlu, Gamze Ordu, Hayreddin Gezegen and Mehmet Akkurt Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell esds are taken into account in the estimation of distances, angles and torsion angles Refinement. The H-atoms of the OH and NH groups were freely refined [O-H = 0.89 (5) Å, N-H = 0.87 (6) and 0.81 (5) Å]. The C-bound H-atoms were placed at calculated positions, with C-H = 0.93 -0.97 Å, and refined as riding on their carrier C-atom, with U iso (H) = 1.2U eq (C). Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > 2sigma(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.5548 (8) C10-C11-C14-O2 174.9 (3) C21-C22-C23-O3 −1.4 (7) C10-C11-C14-C15 −4.7 (5) C21-C22-C23-C15 178.7 (4) C12-C11-C14-O2 −4.6 (4)
Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A O2-H2O···O3 0.89 (5) 1.71 (5) 2.543 (4) 154 (5) N1-H1N···O1 i 0.87 (6) 2.03 (5) 2.853 (4) 158 (4) N2-H2N···O1 i 0.81 (5) 2.18 (5) 2.904 (4) 148 (4) 
